Recently, bis(imino)pyridine incorporated late transition metal catalysts have attracted much attention for their antioxidant properties and outstanding activities for olefin polymerization (Small et al., 1998; Su et al., 2009a,b). As a five-membered analogue of the pyridine ring (Matsuo et al., 2001; He et al., 2009) , pyrrole has been frequently introduced into the skeleton of bis(imino)pyridine ligands to design new ligands and corresponding metal complexes (Britovsek et al., 2003; Dawson et al., 2000) . Bis(imino)pyrrole is usually prepared from Schiff base condensation of 2,5diacetylpyrrole and an aromatic amine (Matsuo et al., 2001) . As a contribution to this research field, we present herein the synthesis of mono(imino)pyrrole from 2-acetyl pyrrole and 2,4,6-trimethylaniline, as well as the crystal structure of
There are two independent molecules in the asymmetric unit of the title compound, C 15 H 18 N 2 , each of which features a syn disposition of the N atoms. In each molecule, the pyrrole and benzene rings are essentially perpendicular, with dihedral angles of 78.90 (9) and 79.96 (9) . In the crystal, the independent molecules are connected by a pair of pyrroleimino N-HÁ Á ÁN hydrogen bonds, forming a two-molecule aggregate.
Related literature
For general background to the iminopyrrole unit, see: Small et al. (1998) ; Su et al. (2009a,b) ; Britovsek et al. (2003) ; Dawson et al. (2000) . For the pyrrole diimine unit, see: Matsuo et al. (2001) and for the pyrrole monoimine unit, see: He et al. (2009) Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010 
Computing details
Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT (Bruker, 2008) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
publCIF (Westrip, 2010) . Molecular packing of the title compound with hydrogen bonding shown as dashed lines. 
2,4,6-Trimethyl-N-[1-(1H-pyrrol-2-yl)ethylidene]aniline
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.028 Δρ max = 0.18 e Å −3 Δρ min = −0.14 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin (2θ) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
